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SCENIC Regulon Specificity (RSS) Average Level Heat Map KEGG Level 2 distribution comparison chart

Dimensionality reduction clustering UMAP graph Manhattan plot of differentially expressed genes
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SCENIC Regulon activity (RAS) average level heatmap  CSl correlation clustering heat map of SCENIC Regulon module Monocle2 pseudo-sequential cell type map
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Single-cell analysis of anti-BCMA CART cell therapy in
patients with central nervous system autoimmunity
Chuan Qin'2+, Min Zhang't, Da-Peng Mou®, Luo-Qi Zhou'?, Ming-Hao Dong'~, Liang Huang®,

Rescue of cardiac dysfunction during
chemotherapy in acute myeloid leukaemia

by blocking IL-1a
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See the editorial comment for this article ‘Inflammation in cardio-oncology: beyond immunotherapies’, by A.L. Ferrara

et al,, httpsdidoi.org/10.1093 eurheartjiehaelll,

Journal: European Heart Journal (IF = 37.6)

Date of publication: 2024.4.12
Unit: Shanghai Children's Medical Center,

Shanghai Jiao Tong University School of Medicine

Sample type: Human heart tissue

Wen Wang®, Song-Bai Cai’, Yun-Fan You"?, Ke Shang'?, Jun Xiao'?, Di Wang", Chun-Rui Li*,
YiHao®, Michael Heming’, Long-Jun Wu®, Gerd Meyer Zu Horste’, Chen Dong’, Bi-Tao Bu'?,
Dai-Shi Tian"2*, Wei Wang'**

Chimeric antigen receptor (CAR) T cell immunotherapy for the treatment of neurological autoimmune diseases is
promising, but CAR T cell kinetics and immune alterations after treatment are poorly understood. Here, we per-
formed single-cell multi-omics sequencing of paired cerebrospinal fluid (CSF) and blood samples from patients
with neuromyelitis optica spectrum disorder (NMOSD) treated with anti-B cell maturation antigen (BCMA) CART
«cells. Proliferating cytotoxic-like CD8* CAR T cell clones were identified as the main effectors in autoimmunity.
Anti-BCMA CART cells with enhanced features of chemotaxis efficiently crossed the blood-CSF barrier, eliminated
iplasmablasts and plasma cells in the CSF, and suppressed neuroinflammation, The CD44-expressing early memo-
ry phenotype in infusion products was potentially associated with CART cell persistence in autoimmunity. More-
over, CAR T cells from patients with NMOSD displayed distinctive features of suppressed cytotoxicity compared
with these from hematological malignancies. Thus, we provide mechanistic insights into CAR T cell function in
\patients with neurological autoimmune disease.

Journal: Science Immunology (IF = 24.8)
Date of publication: 2024.5.10

Unit: Tongji Hospital, Tongji Medical College,
Huazhong University of Science and Technology

Sample type: Human cerebrospinal fluid & blood PBMC

If you are interested in single-cell sequencing analysis products or wish to learn more about our

services, we warmly welcome you to contact us at any time. We look forward to collaborating with

you to explore the endless possibilities of biotechnology.

Our Commitment

Our seasoned bioinformatics team and technical experts are always ready to support your project,

ensuring that it is guided by the principles of reliability that scientists depend on. Our goal is to make

your research work more efficient and accurate through our services.

Please feel free to reply to this email, and we will provide you with more information or arrange a

meeting to discuss your needs in more detail.





